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Nationality: Italian
Place/date of birth: Turin, 01.05.1970

Current position
e 2011- Assistant Professor of Forensic Medicine, Department of Public Health Sciences and
Pediatrics, University of Turin

Education
e 2001 Medical specialist (Forensic Medicine), University of Turin
e 2003-2011 Post-Doctoral Research Scientist, Department of Anatomy, Pharmacology and
Legal Medicine, University of Turin

Main research activity
e study of DNA polymorphisms for personal identification purposes
e applications of DNA haploid markers (Y and X chromosomes, mitochondrial DNA) in
forensic casework and kinship testing

e development of multiplex PCR assays for the rapid detection of forensically relevant
STR/SNP loci

Research Performance
e Publications: 29 publications in refereed international journals (subject categories "Legal
Medicine" and "Genetics & Heredity") with over 450 citations, numerous publications in
refereed conference proceedings and oral presentations at national and international meetings
and conferences.
e Currently supervising 1 postdoctoral researcher

Funding ID
Individual grants
e 2014- Principal Investigator in the project: “Analysis of coding SNPs to associate body fluids
and donors in mixed forensic stains”. Agency: CRT Foundation (Turin, Italy)
e 2013 Principal Investigator in the project: "Development of a forensic reference database of
RM Y-STR loci in the Italian population". Agency: University of Turin
e 2012- Principal Investigator in the project: “A comprehensive study of the nature and
persistence of forensic touch DNA” Agency: Compagnia di San Paolo Foundation/University
of Turin
e 2012 Principal Investigator in the project: "Extended Y chromosomal haplotypes:
potentialities for male lineage and male relative differentiation". Agency: University of Turin
e 2009 Principal Investigator in the project: “Development of an integrated
psychological/medicolegal approach to paternity testing requests from private parties”:
Agency: Piedmont regional agency for finalized health research
e 2008 Principal Investigator in the project: “Evaluation of an immunochromatographic test for
the detection of perpetrator’s saliva in intimate samples of sexual assault victims”: Agency:
Piedmont regional agency for finalized health research
e 2007-2011 Post-doctoral grant. Agency: Compagnia di San Paolo Foundation (Turin, Italy)
e 2003-2006 Post-doctoral grant. Agency: Biomedical Research Foundation (Turin, Italy)



Grants as member of research group
Grants in which | had a major role in writing the project include:

e 2008-2009 “Analysis of forensic X-STRs in an Algerian population sample” (principal
investigator C Torre) Agency: CRT Foundation/University of Turin (Turin, Italy)

e 2007 “Development of a genetic traceabilty system for the epidemiological surveillance of
swine infectious diseases” (principal investigator C Torre) Agency: Piedmont regional agency
for finalized health research

Other grants obtained as member of research group:

e 2012- Member of research unit in the project : “Moral judgements, criminal behaviour, and
assessment of criminal responsibility (2010RPSRNM _004)” (principal investigator G Zara)
Agency: Italian Ministry of University and Research

International cooperation

e 2015- Visiting Researcher at the Univesity of Mekelle, Ethiopia, project “Towards an
Ethiopian population database of forensic markers”

e 2013-2015 National coordinator of the 2013 study of the Italian Working Group (GEFI) of the
International Society for Forensic Genetics (ISFG) on rapidly mutating Y-chromosomal STRs
in collaboration with the Department of Forensic Molecular Biology, Erasmus MC University
Medical Center Rotterdam, Rotterdam, The Netherlands (Prof. M Kayser)

e 2011-2014 International RM Y-STR Study Group

e 2008-2010 Cooperation agreement on the project “Study of human variation in the Algerian
population for anthropogenetic and forensic purposes” with the Department of
Biotechnologies University of Oran Es-Senia, Algeria (Prof. S Benhamamouch)

e 2001- Contributing member to Y Haplotype Reference Database (YHRD) and EDNAP
forensic mtDNA population database (EMPOP) projects
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